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SreA, 188—-189
SretH, 154
sRNA. See Small noncoding RNA
Staphylococcus, biofilms, 251-252
Staphylococcus aureus, quorum sensing, 203—-206
STAT1, 347
STIM, 347
STM. See Signature-tagged mutagenesis
Streptococcus agalactiae, intestinal barrier crossing,
305-306

411

©2014 by Cold Spring Harbor Laboratory Press


http://cshlpress.com/default.tpl?action=full&src=pdf&--eqskudatarq=990
adrian
Typewritten Text
This is a free sample of content from Bacterial Pathogenesis
      Click here for more information or to buy the book.

adrian
Typewritten Text
©2014 by Cold Spring Harbor Laboratory Press


This is a free sample of content from Bacterial Pathogenesis
Click here[for more information or to buy the book.

Index

Streptococcus pneumoniae
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vaccination, 360
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T cell. See Regulatory T cell
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TcpH, quorum sensing, 215
TcpP, quorum sensing, 215
TeNT, 271
TFE See Trefoil factor family
Tight junction
blood—brain barrier, 312
disruption by enteropathogens, 303
TLRs. See Toll-like receptors
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Toll-like receptors (TLRs)
Chlamydia detection, 26—27
Escherichia coli Nissle 1917 interactions, 381—382
Francisella detection, 81
Helicobacter pylori evasion, 102
Salmonella evasion, 104
Streptococcus pneumoniae detection, 155—156, 158
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classification, 263—-265
host specificity role, 325
infection roles, 272—-273
prospects for study, 273
targets
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cAMP signaling, 271-272
cytosolic factors, 266—268
DNA, 271
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Rho, 265, 269
SNAREs, 271
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Toxoplasma gondii, placental barrier crossing, 306—307
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Transmission
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Salmonella serovars
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Yersinia species, 327
Salmonella, 107-110
Trefoil factor family (TFF), 380
Treg. See Regulatory T cell
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TSIX, 284
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350
Tularemia. See Francisella

U
Ubiquitinylation, toxin targeting of system, 269—-270
UPEC. See Uropathogenic Escherichia coli
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